Abstract 6065: Multimodal detection in plasma of molecular residual disease (MRD) in locally advanced
head and neck squamous cell carcinoma (LA-HNSCC)
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have recurred with a median follow up duration of 18.3 months (5.1-25.9). Clinical
characteristics of these pts are displayed. Samples available for each analysis (RaDaR®,
CAPP-seq and HPV DNA) are also summarized, in bold those results positive. In italics,
expected negative results for p16 negative HNSCC. NA: Not available.
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Table 3. Pts with any detectable HPV DNA (copies/ml) at FU1 and/or FU2 using HPV-seq and
dPCR. All four pts with clinical recurrence showed HPV DNA detection in FU1 or FU2 using HPV-seq
while only two pts with clinical recurrence showed HPV DNA using dPCR.
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Figure 2. Patients included and assays performed in each of the timepoints



