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® Genomic testing is a major component of the therapeutic decision in 1%-line treatment of advanced NSCLC. Timeliness of biomarker testing is essential to
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performed at the patient's first visit could reduce this TTI.
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- a 21 days diminution in the category 1 alterations (expected to represent 13% of the population?)

- a 17 days diminution in the category 2 (expected to represent 36% of the population?)

It results in a mean TTI in the experimental group of 33 days (21% reduction of TTI). The sample size calculation is based on a non-parametric 2-sided
Wilcoxon Mann and Whitney test. Assuming a type | error alpha of 5% and 90% power, 286 patients are needed to reject the null hypothesis HO: the TTI
distributions are not different between experimental and control groups.

RESULTS

319 pts were randomized between Arm A (n=161) and B (n=158): median age was 68 years g
(39-97), 56.1% were male, 28.5% were non-smokers, 18.1% were PS>2. Histologies were v
v

Thoracic Oncology 8 Hépital Nord, Saint-Etienne, France; 1° Department of Pneumology, I’Hépital Nord Ouest Villefranche sur Sadne,
Villefranche-sur-Saone, France ; 11 Department of Medical Oncology, Infirmerie Protestante, Caluire et Cuire, France; ' Department of
Pneumology, CH Départemental Vendée, La Roche-sur-Yon, France ; 13 Department of Medical Oncology, Centre Hospitalier de Bayeux, Bayeusx,
France; * Department of Thoracic Oncology Institut de Cancérologie Strasbourg Europe (ICANS), Strasbourg, France; > Department of
Pneumology, Centre Hospitalier Annecy-Genevois, Pringy, France; 16 Department of Clinical Research and Innovation, Centre Léon Bérard, Lyon,
France

« Secondary endpoints were time to availability of informative molecular pathology results, rate of treatment initiated before obtaining
molecular results, progression-free survival, safety of diagnosis procedures, quality of life, anxiety and depression level, the concordance
between the molecular status on tissue and liquid biopsies, the rebiopsy avoidance rate for molecular status determination with the use of
liquid biopsy, cost-effectiveness and budget impact analyses.

Representation of time to contributive genomic profile in patients
with category 1 and 2 alterations

Patients with category 1 alterations

Patients’ molecular profile

In Arm A, 81% of patients had ctDNA findings.
Turn-around time for LB analysis was 6 days (9 days including shipment to the US).
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